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<170> Patentln version 3.2 

<210> 1 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 1 

atgatgaggc agttgttgca a 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 2 

ccttccctgc aatgttgtct 



<210> 3 

<211> 773 

<212> DNA 

<213> Sus scrofa 

<400> 3 

gtgggttaag gacctgatgt tgtcactact atggctcgag tcactgctgg ggcatgagtt 60 

tgatccctgg tcctggaaat tcacatgctg tgcatgtggc catatatata tgtatgtatg 120 

tgtatatata tacactcaca tacatgtata tatatatatg tgagtgtata tatatattta 180 
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tgatgtcaaa 


ttaatgggga 


aaataaaatg tgaatttcta aaaaggggtg ctaaagagtg 


240 


gcattatctc 


taagggtata 


tgctccctct 


taagtataac 


actttggaca 


atggaagagc 


300 


tttgtattag 


gcactgtttg 


agcacttgga 


aagttaaata 


attattgttg 


aagactgcat 


360 


gttttaatct 


tagatacttc 


ctatttatgt 


cttagtcaaa 


atgattaatt 


gcttttctat 


420 


gtgtctttta 


aatgtcctaa 


cagaatttat 


ttatgtgata 


actgcatttg 


acttggcata 


480 


tccaattact 


ccttggaaat 


ttaagttgtc 


ttgcatgcca 


ccaaatacaa 


catatgactt 


540 


cctcttgcct 


gctggaatct 


caaagaacac 


ttcaactttg 


aatggacatg 


atgaggcagt 


600 


tgttgaaacg 


gaacttaatt 


caagtggtac 


ctacttatca 


aacttatctt 


ctaaaacaac 


660 


tttccactgt 


tgcttttgga 


gtgaggaaga 


taaaaactgc 


tctgtacatg 


cagacaacat 


720 


tgcagggaag 


gcatttgttt 


cagcagtaaa 


ttccttagtt 


tttcaacaaa 


cag 


773 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 4 

gcactgtttg agcacttgga 

<210> 5 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 5 

ccttccctgc aatgttgtct 

<210> 6 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 6 

ttcaactttg aatggacatg atgag 
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<210> 7 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 7 

gtggaaagtt gttttagaag ataagtttga 30 

<210> 8 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 8 

tgttgaaacg gaactt 16 



<210> 9 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 9 

tgttgaaatg gaactta 



<210> 10 

<211> 421 

<212> DNA 

<213> Sus scrofa 



<220> 

<221> CDS 

<222> (133) . . (420) 

<220> 

<221> misc_feature 

<222> (299) . . (299) 

<223> N = T or C 

<220> 

<221> misc_f eature 

<222> (310) . . (310) 

<223> N = T or A 
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<220> 

<2 2 1> mi sc_f ea ture 

<222> (311) . . (311) 

<223> N = T or C 

<400> 10 

gcactgtttg agcacttgga aagttaaata attattgttg gagactgcat gttttaatct 60 

tagatacttc ctatttatgt cttagtcaaa atgattaatt gcttttctat gtgtctttta 120 

aatgtcctaa ca gaa ttt att tat gtg ata act gca ttt gac ttg gca tat 171 
Glu Phe He Tyr Val He Thr Ala Phe Asp Leu Ala Tyr 
15 10 

cca att act cct tgg aaa ttt aag ttg tct tgc atg cca cca aat aca 219 
Pro He Thr Pro Trp Lys Phe Lys Leu Ser Cys Met Pro Pro Asn Thr 
15 20 25 

aca tat gac ttc etc ttg cct get gga ate tea aag aac act tea act 267 
Thr Tyr Asp Phe Leu Leu Pro Ala Gly He Ser Lys Asn Thr Ser Thr 
30 35 40 45 

ttg aat gga cat gat gag gca gtt gtt gaa ang gaa ctt aat nna agt 315 
Leu Asn Gly His Asp Glu Ala Val Val Glu Xaa Glu Leu Asn Xaa Ser 
50 55 60 

ggt acc tac tta tea aac tta tct tct aaa aca act ttc cac tgt tgc 363 
Gly Thr Tyr Leu Ser Asn Leu Ser Ser Lys Thr Thr Phe His Cys Cys 
65 70 75 

ttt tgg agt gag gaa gat aaa aac tgc tct gta cat gca gac aac att 411 
Phe Trp Ser Glu Glu Asp Lys Asn Cys Ser Val His Ala Asp Asn He 
80 85 90 

gca ggg aag g 42 i 
Ala Gly Lys 
95 



<210> 11 

<211> 96 

<212> PRT 

<213> Sus scrofa 

<220> 

<221> misc_f eature 

<222> (56).. (56) 

<223> The •Xaa' at location 56 stands for Thr or Met. 
<220> 

<221> misc_f eature 

<222> (60) . . (60) 

<223> The 'Xaa 1 at location 60 stands for He or Ser. 

<400> 11 

Glu Phe He Tyr Val He Thr Ala Phe Asp Leu Ala Tyr Pro He Thr 
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Pro Trp Lys Phe Lys Leu Ser Cys Met Pro Pro Asn Thr Thr Tyr Asp 
20 25 30 

Phe Leu Leu Pro Ala Gly lie Ser Lys Asn Thr Ser Thr Leu Asn Gly 
35 40 45 

His Asp Glu Ala Val Val Glu Xaa Glu Leu Asn Xaa Ser Gly Thr Tvr 
50 55 60 

Leu Ser Asn Leu Ser Ser Lys Thr Thr Phe His Cys Cys Phe Trp Ser 



Glu Glu Asp Lys Asn Cys Ser Val His Ala Asp Asn lie Ala Gly Lys 
85 90 95 

<210> 12 
<211> 4050 
<212> DNA 
<213> Sus scrofa 

<400> 12 

cttctctgaa gtaagatgac gtgtccaaag ttctctgtgg ctttgttaca ttgggaattt 60 

atttatgtga taactgcatt tgacttggca tatccaatta ctccttggaa atttaagttg 120 

tcttgcatgc caccaaatac aacatatgac ttcctcttgc ctgctggaat ctcaaagaac 180 

acttcaactt tgaatggaca tgatgaggca gttgttgaaa cggaacttaa tataagtggt 240 

acctacttat caaacttatc ttctaaaaca actttccact gttgcttttg gagtgaggaa 300 

gataaaaact gctctgtaca tgcagacaac attgcaggga aggcatttgt ttcagcagta 360 

aattccttag tttttcaaca aacaggtgca aactggaaca tacagtgctg gatgaaagag 420 

gacttgaaat tattcatctg ttatatggag tcattattta agaatccttt caagaattat 480 

gaccttaaag ttcatctttt atatgttctg ctcgaagtgt tagaaggatc acctctgctc 540 

ccccagaaag gtagttttca gagcgttcaa tgcaactgca gtgctcgtga atgttgtgaa 600 

tgccatgtgc ctgtgtcggc agccaaactc aactacaccc ttcttatgta tttgaaaatc 660 

acatctggtg gagcagtttt tcactcacct ctcatgtcag ttcagcccat aaacgttgtg 720 

aagcctgatc caccattagg tttgcatatg gaaatcacag acactggtaa tttaaagatt 780 

tcttggtcca gcccaacact ggtaccattt caacttcaat atcaagtaaa atattcagag 840 
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aatfcctacaa 


caaafcat*cracr 


nrraarrnf rra 4- 
dy ddy tya C 


gagategtet 


cagatacatc 


tctgcttgta 


900 


crac acrfc cr t cr c 


t~ t" fffrrrrrri* 


t* f* ^»a a ♦* 

t- ULatauyay 


gttcaggtga 


ggggcaagag 


actggatggc 


960 


ccacrcraa tc t 


rrrra crt era r* t~ rr 
yy«y v»y»^ ^-y 


yaycaccccc 


4-4-4— n _ i— i_ o_ ^ 

cttactctta 


ccacacaaga 


tgttatatac 


1020 


>— ci o i_- d 


a a a T~ r~ r~ rra f« 
ddd L. L.O LydU 


aagtgttggg 


tctaacattt 


cttttcactg 


catctataaa 


1080 


aa f rr a fra ana 


a <™r^ 4~ s^rr 4~ 4— 4— 

ayaLCytuUC 


c t caaaaaag 


attgtttggt 


ggatgaattt 


agctgagaag 


1140 


d V- L»V«ddd 


gtCagtaLya 


tgttgtgggt 


gaccatgtta 


gcaaagtcac 


ttttcccaat 


1200 


a 4- rra a f- /T/-t a a 


f ^"ta a za /-* /~« +— n n 

tCaoaCC ^.Cg 


aggaaagttc 


acctatgatg 


cagtgtactg 


ctgeaatgag 


1260 


v-di»»ydy uy 


aCCatCyCta 


tgctgagtta 


tatgtgattg 


atgtcaatat 


caatatatca 


1320 


tcr t era aarhcr 


aLyyyLaut.c 


aactaaaatg 


acttgeagat 


ggtcaaccaa 


tgcaatccaa 


1380 


tcacttcrtcrcr 


era 3 rrr* apfft* 
y ddy Lau L.L.L 


gcaguugagg 


tatcatagga 


gtagectcta 


ctgttctgac 


1440 


crttcca tester 


t* err* a hppnah 


acctgaaccc 


aaagattgee 


agttgcagag 


agatggtttt 


1500 


tateraatcre*a 

t-a. i»y O.U. L-y wCl 


UdL. L. LLayLC 


aaf a4-f 4</i4<m 

aat a u u u c tig 


ctatctggct 


atacaatgtg 


gattagaata 


1560 


aahcacccot" 


t»yyy l. llul i_ 


tgatccccca 


ccaacatgtg 


tcattcctga 


ttccgtggtg 


1620 


aaacccretcrr* 


pi*ppat*pr»arr 


L-gtgaaagca 


gaaattactg 


caaaaattgg 


attactgaaa 


1680 


at ate t tcr crrr 


a rra a rr a rri~ 
a.y day LLay l. 


cuucccagag 


aataatcttc 


agttccagat 


tcgctatggt 


1740 


»- uddy uyyaa 


a a /ra a 4— — i « ^ 

ddyaaguaca 


gtggaagatc 


tatgaggtat 


atgacacaaa 


gttaaaatcc 


1800 




c y y ugecaga 


cctgtgtgca 


gtctatgctg 


tccaggtgcg 


ctgtaagagg 


1860 


pf*a rra t* rrrra r"* 




gagtaattgg 


agtactccag 


cctacacagt 


tgtcaeggat 


1920 


rrt* a a a a rTt- ¥• r* 
y Laaaay l. ll 


ctatcagagg 


acctgaattt 


tggagaataa 


ttaatgaaga 


tgccactaaa 


1980 


aaa rra rfa rrrra 


a ^ s 4** — ^ « 4* 


gctctggaag 


cctctgatga 


aaaatgactc 


attgtgcagc 


2040 


pr t~ rra rra a rrr~ r~ 


A ^ /T 4** ****** ^~ 

dcycggugaa 


acatcatact 


tcccgccatg 


gaacatggtc 


agaagatgtg 


2100 


fioaaflppapa 
yyaaaLuaoa 


g~*% ^ ^ ^ ^ /— » 4-» ^-w 

uaaaC LCaC 


+- 4— «-« A 4— 1— 1— - 

tttcctttgg 


acagagcaag 


cacattctgt 


tacagttctg 


2160 


rrr* rrrhcaat* 


caac tggtgc 


ttcttccgca 


aattttaatt 


taacattctc 


atggcccatg 


2220 


uQaay odd 


Z£k T" ^■^«r4* ^nr ^ 

d LaCCyLyCa 


gtcgctcagt 


gcttatcctt 


taaacagcag 


ttgtgtgggt 


2280 


ctttcctggc 


tgctctcacc 


cagtgattac 


aatctgatgt 


attttattct 


tgagtggaaa 


2340 


attcttaatg 


aagaccatga 


aattaaatgg 


ctcagaatcc 


cttcctctgt 


taaaaagtat 


2400 


tatatccacg 


atcattttat 


tcctattgag 


aaatatcaat 


tcagtcttta 


ccccatattc 


2460 


atggaaggag 


tggggaaacc 


gaagataatt 


aacagtttca 


cccaagatgg 


tgaaaaacac 


2520 


eggaatgatg 


caggtctata 


tgtaattgtg 


ccaataatta 


tttcctcttc 


aatcttattg 


2580 
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cttggaacat 


tgttaatgtc 


acaccaaaga atgaaaaagc 


tattttggga 


agatgttcca 


2640 


aaccccaaga 


actgttcctg 


ggcacaagga cttaattttc 


agaagccgga 


aacatttgag 


2700 


catcttttta 


tcaagcacac 


agaatcagtg acatttggcc 


ctcttctttt 


ggagcctgaa 


2760 


accatttcag 


aagatatcag 


tgttgataca tcatggaaaa 


ataaggatga 


gatggtgcca 


2820 


ccaactacag 


tctctctact 


cttgacaact ccggaccttg 


aaaagagttc 


aatttgtatt 


2880 


agtgaccaac 


gcagcagtgc 


ccacttctct gaggctgaga 


gcatggagat 


aactcgtgag 


2940 


gatgaaaata 


gaagacagcc 


ctctattaaa tatgccaccc 


tgctcagcag 


ccctaaatca 


3000 


ggtgaaactg 


agcaagagca 


agaacttgta agtagcttgg 


tcagcagatg 


cttctctagc 


3060 


agcaattccc 


taccgaaaga 


gtctttctcg aatagctcat 


gggagataga 


aacccaggcc 


3120 


ttttttattt 


tatcagatca 


gcatcccaat atgacttcac 


cacacctttc 


cttctcagaa 


3180 


ggattggatg 


aacttatgaa 


gtttgaggga aatttcccca 


aagaacataa 


tgacgaaagg 


3240 


tctgtctatt 


atttaggagt 


cacctcaatc aaaaagagag 


agagtgatgt 


gtttttgact 


3300 


gatgagtcaa 


gagtgcggtg 


cccattccca gcccactgtt 


tattcgctga 


catcaaaatc 


3360 


ctccaggaga 


gctgttcaca 


ccttgtagaa aataatttca 


atttaggaac 


ttctggtcag 


3420 


aagacttttg 


tatcttacat 


gcctcaattt caaacttgtt 


caactcagac 


tcagaagata 


3480 


atggaaaaca 


agatgtatga 


cctaaccgtc taagttcatt 


ccagaaacat 


ctcagattta 


3540 


tgatgggatg 


agtcatatta 


agggtaatat gttctacatg 


gtgttccata 


gcagagagaa 


3600 


aaaaattgag 


tcaaatttga 


aaatgacttc aaaagttaaa 


gagatctgtt 


tgtccacact 


3660 


cagtaataca 


gaaaaaaaaa 


tgtgagaaag ccttcaagag 


cctagtaatg 


tagacctact 


3720 


cttctaatga 


ttctcttaac 


cggctacagt gggaagttct 


cgaatgcctt 


gtgtctagct 


3780 


agaaacaagc 


ccaacaatac 


tagcgttttg agcattaatc 


tcatgtagaa 


agagctaatc 


3840 


catctgaatt 


acacatacat 


ctgaaagaag acttcagact 


aacacttgtg 


aaatgtaatg 


3900 


tcttcaagag 


tgtgattgtt 


ttatcttgag gtgtctttgt 


tttacactaa 


tttacacata 


3960 


cacatatgca 


cacttgtatc 


taataggcat cctgtacatt 


gttaaatata 


tgatgtactt 


4020 


gtttttgtgc 


taaaaaaaaa 


aaaaaaaaaa 






4050 



<210> 13 

<211> 1025 

<212> DNA 

<213> Sus scrofa 
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<220> 

<221> misc_f eature 
<222> (1)..(1025) 
<223> N = unknown 

<400> 13 

tgcagtgtga cttgaagcat ttggcacatt gttcaagttc acacaagccc tatgggcaca 60 

acttttaaac ctaatctttt tatgatgcca accaaagtag ctttgaatct ggcatcaatt 120 

tgcagaggaa gtttattttc ccttagcttt tgcgtcgtta aaatgattac tcctgaggaa 180 

atatgaccct acatttggta tttggaaaca gggagtcagt tttattggaa agggatgaga 240 

gggggtagaa gaatgtcatg cttagggttg taaaacctta ttcttggtcc aggatcaccc 300 

actggttggg gagtttcatc caagatgttt cactacttga gactaggctt aaaaataaaa 360 

ggctgtttct attcctctgg tcaatatgta gctcatctct aaacaggaac atagggctcc 420 

aatangannn ccccagtctt gtagttaagt gtaccttaac tttttgcttc ttotttcttc 480 

ttannagctt taacttanna aatattgtca tcttgttaac cctgacnnat gatttatctt 540 

catcaatctg tttagacttg aagtcanngc tcaaattann ttctgnnntt tcatnnngnn 600 

cnnnnntngn nnnnnnnnnn nnnagcttgt gtgccaattt nnnnnnnnnn natgaantac 660 

tcnnannnnn nnnnnnnnnn nnngnnnaaa nnnnnnnnnn nnnncnncnn nnnnnnnnnn 720 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 780 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 840 

nnnnnnnnnn nnnncagnnt natgaannnn nnctanannn nnncnacttg gacctggggc 900 

actattgtgg tctcaggagt tctgttccca ggattcagga attcactaga gtgtacacag 960 

agcatgacaa aaccttgggc tgactggacc atttatcagt ttctctttcc tgttgttcta 1020 

ggtcc 1025 

<210> 14 
<211> 446 
<212> DNA 
<213> Sus scrofa 



<220> 

<221> misc_f eature 

<222> (1)..(446) 

<223> N = unknown 

<400> 14 

caggaattcg gcaccagaca taatgtaatg ttttgtaagt tattaattta tatatctaac 60 
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attgcctgcc aatggtggtg 


ttaaatttgt gtagaagact ctgcctaaga gttgcgactt 


120 


ttcttgtaat gttttgtatc 


gtgtattata taacctgaac 


ategcttaag agagacatac 


180 


accccccgcc 


ccttgccagc 


gaggacagca gtgggtctgc 


cctacgcctt gtccgagttg 


240 


ctaatattcc 


tcaacccctt 


caccaaccgg tttgggaaac 


aggattctca cgttagatac 


300 


gaaatggtct 


cgattgagct 


tttacttttg tatagttcaa 


caggggtaga gagccatggg 


360 


acatggtttt 


acccctgttc 


tacccaaatc catatacatg 


cgnnggnnnt taactggnnn 


420 


ctactataat 


tnnnnntttt 


cnnnnt 




446 


<210> 15 
<211> 770 
<212> DNA 
<213> Sus 


scrofa 








<220> 

< 2 2 1 > mi sc_f ea tur e 
<222> (1)..{770) 
<223> N = unknown 








<400> 15 
caaggaagag 


aagctaaggc 


aagatttcaa aaacagaaat 


ccaagaattc cagcaaacca 


60 


gggttagatt 


catagtacaa 


ggtctatgat atatttgagc 


tacaagaagg ttttctaggc 


120 


aacagaatat 


caaaagaggg 


gtaaagccta catatcttca 


gtctaaaaaa tgaagttata 


180 


aaactcttag 


tgtcttaagc 


tatgttttca acagaccctc 


tgatatttgg aaaagcagag 


240 


gaaaatttgg 


aagcccactg 


ttgcaatcaa caggagctac 


taaaatttta gtctattttt 


300 


ttcaactcta 


tcagttcttt 


tcttatactc aaatgattat 


cctggctatt aaataatctc 


360 


tttcctccct 


ccacacaccc 


gctgccagtg gactctcctt 


ttatatattt tactttttga 


420 


attcaagtct 


tctatatctt 


agtacaatgg ccaaaaaaac 


taagctttct aaggcaccca 


480 


agagttagaa 


cttttcattt 


cc tact teat atgcaagaaa 


ttttctctcc ctttgtctac 


540 


ttcataagta 


atgattagca 


atgggtaaat atcaaaagag etaaeggtag actatatttt 


600 


aggcatggaa 


taatttccct 


taatagacat tatccagtag ccccctctta ttggcagnnn 


660 


atatgtnnnn 


ngnnnctcag 


tngatgeenn nnnctnnnnn 


tngtactgaa cgctacatat 


720 


gctattcttt 


nntatacant 


catanntatg nnnanncnnn 


actnaennan 


770 



<210> 16 
<211> 362 
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<212> DNA 

<213> Sus scrofa 

<400> 16 



gggaccgtca gtgtgaccaa 


atcagggcgc 


cagtgccagc cgtggaattc ccaatatccc 


60 


cacacacaca 


ccttcaccgc 


cctccgtttc 


ccagaactga atggagggca ctcctattgc 


120 


cgcaacccag ggaatcagaa 


ggaagctccc 


tggtgcttca ccttggatga gaactttaag 


180 


tccgacctgt gtgacatccc 


agcatgtgat 


tcaaaggatt ccaaagagaa gaataaaatg 


240 


gaaatcctgt 


acatactggt 


gcccagtgtt 


gccatccccc tggccattgc cttactcttc 


300 


ttcttcatct 
cc 


gtgtctgtcg 


caataaccag 


aagtegtect caccggctgt ccagaggcaa 


360 
362 


<210> 17 
<211> 625 
<212> DNA 
<213> Sus 


scrofa 






<400> 17 
gtacacagat 


gtaaaaacac 




cacgnttgat ttaaatattg acaaattttt 


60 


tcattagtac 


attaaacctt 


f- r* err* i~ "H i~ a i~ 4- 


catcttaaat gtcttccagg agggtgactc 


120 


cccccattag cgtgactcaa 




gcaagtgggg ggaccacgga acceggaagt 


180 


ctactgctgt gcccgttcta 


t-ggegaggea 


gctgtaactg gttacgaacc cgtgttggaa 


240 


atagtatttg gaactttctt 


ggcagatttc 


ttacatcgtt attcaatatg agetgegaat 


300 


catatgctcg 


tagttaggaa 


aatgtcagga 


aaccctgagt gtgectgett tgtttgacaa 


360 


agctattttc 


gagtcatgtt 


ggaaggcaag 


ggcatccagc gcctggcatg gaggagaaga 


420 


gggtagccct 


gccccccacc 


ttcccagcct 


ttttctgaga tgttggtaat teggtcctag 


480 


atgacaagcg 


ctcaactctg 


aacaagagac 


ggccatctca caccgtctca attagtccag 


540 


gatgtgtgtc 


agggctgcga 


gaggteggag 


aggaaatgeg gggaacttgt tcacttcttg 


600 


ctcagtttgg atcaactgag 


ctgea 




625 



<210> 18 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 18 



10 
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ggcagctgta actggttacg aa 



<210> 19 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 19 

tcgcagctca tattgaataa cgatgt 



<210> 20 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 



<400> 20 

aagttccaaa tactctttc 



19 



<210> 21 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 21 

aagttccaaa tactatttc lg 



<210> 22 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 22 

cagaccctct gatatttgga aaagca 26 



<210> 23 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 



Sequence 
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<223> Synthetic nucleotide 
<400> 23 

gccaggataa tcatttgagt ataagaaaag aac 



33 



<210> 24 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 24 

acaggagcta ctaaaat 



17 



<210> 25 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic nucleotide 



<400> 25 
caggagctat taaaat 



16 



<210> 26 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 26 

acattctaag acaaccgaaa tggca 



25 



<210> 27 

<211> 34 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic nucleotide 



<400> 27 

ctagggatct atttttcact tttgtaagtt catt 



34 



<210> 28 
<211> 25 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 28 

ataattttca taaagaccca ctaat 

<210> 29 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 29 

cataaaggcc cactaat 



<210> 30 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 30 

taaatgtctt ccaggagggt gactc 25 



<210> 31 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 31 

cacacatcct ggactaattg agacg 25 



<210> 32 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 32 

caagaattcc agcaaaccag gg 22 
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<210> 33 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 33 

ctcttgggtg ccttagaaag cttag 25 

<210> 34 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 34 

gggagtttca tccaagatgt ttcac 25 

<210> 35 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 35 

aaactgataa atggtccagt cagcc 25 

<210> 36 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 36 

ttcccaatat ccccacacac 20 

<210> 37 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 37 
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gctgggatgt cacacaggtc 



20 



<210> 38 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 38 

tgggaaacag gattctcacg 20 

<210> 39 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 



<210> 40 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 

<400> 40 

cagcagccct aaatcaggtg 20 

<210> 41 

<211>, 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic nucleotide 



<400> 39 

tggatttggg tagaacaggg 



20 



<400> 41 

aggcctgggt ttctatctcc 



20 



<210> 42 
<211> 406 
<212> DNA 



<213> Sus scrofa 
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<220> 

<221> misc__feature 

<222> (103) . . (103) 

<223> N = T or G 

<400> 42 

tcatacaact ttgcagtggg gggaccacgg aacccggaag tctactgttg tgcccgttct 60 

atggtgaggc agctgtaact ggttacgaac ccgtgttgga aanagtattt ggaactttct 120 

tggcagattt cttacatcgt tattcaatat gagctgcgaa tcatatgctc gtagttagga 180 

aaatgtcagg aaaccccgag tgtgcctgct ttgtttgaca aagctatttt cgagtcatgt 240 

tggaaggcaa gggcatccag cgcctggcat ggaggagaag agggtagccc tgccccccac 300 

cttcccagcc tttttctgag atgttggtaa ttcggtccta gatgacaagc gctcaactct 360 

gaacaaggga cggccgtctc acaccgtctc aattagtcca ggatgt 406 



<210> 43 

<211> 395 

<212> DNA 

<213> Sus scrofa 



<220> 

<221> misc_feature 

<222> (192) . . (192) 

<223> N = T or C 



<400> 43 
gatatatttg 


agctacagaa ggttttctag gcaacagaat atcaaaagag gggtaaagcc 


60 


tacatatctt 


cagtctaaaa 


aatgaagtta 


taaaactctt 


agtgtcttaa 


gctatgtttt 


120 


caacagaccc 


tctgatattt 


ggaaaagcag 


aggaaaattt 


ggaagcccac 


tgttgcaatc 


180 


aacaggagct 


antaaaattt 


tagtctattt 


tttcaactct 


atcagttctt 


ttcttatact 


240 


caaatgatta 


tcctggctat 


taaataatct 


ctttcctccc 


tccacacacc 


cgctgccagt 


300 


ggactctcct 


tttatatatt 


ttactttttg 


aattcaagtc 


ttctatatct 


tagtacaatg 


360 


gccaaaaaaa 


ctaagctttc 


taaggcaccc 


aagag 






395 



<210> 44 

<211> 838 

<212> DNA 

<213> Sus scrofa 



<400> 44 

tctggtcaat atgtagctca tctctaaaag gaacataggg ctccaatagg aggaccccag 60 
tcttgtagtt aagtgtacct taactttttg cttcttcttt cttcttagga gctttaactt 120 



16 



WO 2005/017204 PCT/US2004/023050 



aggaaatcta 


tcatcttgtt 


aaccctgaca 


aatgatttat 


cttcatcaat 


ctgtttaaac 


180 


ttgaagtcag 


aggctcaaat 


tattttctgt 


tttttcataa 


agttcagatt 


ttgagagact 


240 


ggttagcagc 


ttgtgtgcca 


atttaaggcc 


tttaaatgaa 


atactcaaaa 


ttctagattt 


300 


atcctaagtt 


taaaattgca 


aacctatact 


tcagctccac 


tctcccttca 


aatttttcta 


360 


cagaacctct 


gcaaagatag 


ggagactatc 


tgaccatacc 


aaagtataaa 


acattctaag 


420 


acaaccgaaa 


tggcagataa 


ttttcataaa 


grcccactaa 


tctctagtca 


tatatagagt 


480 


gaaatgaact 


tacaaaagtg 


aaaaatagat 


ccctagcaca 


ctgaccttaa 


aactgatcta 


540 


aatccataca 


tcaataggcc 


agacttggag 


ttcccatcat 


ggcacagtgg 


ttaaagaacc 


600 


cgactaggaa 


tcatcaggtt 


gcaggttcaa 


tccctggcct 


tgctcagtgg 


gttaagaatc 


660 


cagcattgct 


gtgagctgtg 


gtgtaggtcg 


cagacgtggc 


tcagattcca 


cgttgctgtg 


720 


gctctggcgt 


aggcgggagg 


ctacagctct 


gattagaccc 


ctcgcctaat 


atgccagggg 


780 


tgcagcccct 


cgcctaatat 


gccatgggtg 


cagccctaga 


aaagacaaaa 


aaaaaaaa 


838 
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